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Treuner-Lange et al., http://www.jcb.org/cgi/content/full/jcb.201412047/DC1 Figure S1 . Localization of GltA and GltI and effect of gene mutations on motility. (A-D) Membrane localization of GltA-mCh and cytosolic localization of GltI-YFP. WT cells expressing GltA-mCh (A) and GltI-YFP (B) and mglA mutant cells expressing GltA-mCh (C) and GltI-YFP (D) are shown. In each case, the dotted line illustrates how linescans (20 cells/strain, each shown in the bottom panel) were drawn to measure fluorescence intensity across the cell diameter. Asterisks represent the approximate position of the cell edges. Note that both in the WT and in the mglA mutant GltA-mCh shows more intensity at the cell edges, whereas GltI-YFP shows more intensity at the cell center in the WT and in the mglA mutant, consistent with an outer membrane localization of GltA and a cytosolic localization of GltI. Bar, 2 µm. (E) Single cell motility of various mutant strains. To determine quantitatively the A-motility behaviors of mutant strains expressing MglA Q82A , the mean square displacement (MSD) was calculated after computational tracking of pilA (S − A + reference strain; blue; n = 24), aglQ pilA (black; n = 31), gltI pilA (green; n = 108), and aglZ pilA (red; n = 149) mutant cells (see Materials and methods). Positive standard deviations are represented. The pilA S − A + is the only strain showing significant A-motility (mean square displacement after 2 min, P < 0.001, t test). formed inclusion bodies after overexpression in E. coli whereas His 6 -MglA Q82L was soluble after overexpression. MglA Q82L is also locked in the GTP-bound form (Zhang et al., 2010) . ( 
